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BH archival tumors show diversity in latency Metastases present i a variety of tissues Gene expression changes between Metastasis models with archived BH tumors are suitable
and penetrance of metastatic phenotype primary tumors and metastases for pharmacology studies

tumors to rapamycin in tumor growth inhibition studies
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appearance of distal subcutaneous tumors or clinical signs of distant visceral metastasis. To distant metastatic sites

date, more than 47 distinct tumor lines have been characterized for their metastatic potential by Tumors C, G and J were highly metastatic, with 100% penetrance in under 50
penetrance, latency and preferred sites of metastasis including lung, pericardium, liver, ovary, days, while Tumor F was 80% penetrant in under 50 days. Tumor K had no
spleen, lymph nodes, kidney and other subcutaneous sites (25 mice / line). Observed differences || metastases within 180 days of tumor removal. Tumors | and J are representative

Tumor Growth Inhibition

calculate median percenttumor growth inhibiton (TG) = (1{(TyTo) | (GICq)} | 1HCy/C) X 100 where T, = median timor volume of reated at tme , T, = median
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TG values. ( S, et al., Mol Cancer Ther. 2007 AUg6(6)2158-67.)
Rapamycin formuated in 4% etano: 5% Peg-400 5% tween B0, (Namba, e al. Mol Cancer Ther. 2007 AuGIS(E}2158:67) .
For selected tumors, a cohort of mice with third propagation BH tumors were evaluated for the effects of
rapamycin treatment on the metastatic phenotype.
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e + Archived mouse BH tumors have a stable metastatic phenotype which is suitable for pharmacology studies
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here is variation in response of metastatic phenotype to pharmacologic intervention.

Target metastasis tissue
in archived BH tumors in archived BH tumors.
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